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phenotype, genotype, etc. How Does It Work?
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Kinomics Background -
Kinomics is the study of kinase signaling within cellular or tissue : B
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What Can It Tell Me? ' Select Publications
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Price is per sample but sample number 4x, 8x,12x, etc. are required
000000000000 NPOACESON  SammmEmee . B PTK (Tyrosine Kinome Analysis) ~ $550 per sample
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000000000000 e Predicted NonResponder Additional Advanced Analysis and processing fees may apply

Signal, Background 4018, 566

— poxt Wash, 50 responder non-responder *external non-UAB clients incur an additional % cost
—

— Please contact us for experimental design optimization.
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